Plots of Kortemme’s hbond functions (Hbond.m)  -- JackSnoeyink 26 Mar 05
The function hbond_polynomial is used to evaluate polynomials in distance and cosine of angles. It clamps positive values to 0 after subtracting an offset and normalizing.  Here are plots of the functions after clamping.
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Polynomial in distance:

table_code(1,1) = 1; // helix r

table_code(2,1) = 2; // sheet r

table_code(3,1) = 3; // sp2 r

table_code(5,1) = 3; // ring nitrogen r

table_code(4,1) = 4; // sp3 r

Note the tail on 

helix curve (red).  

Polynomial in AHD angle (acceptor-H-donor).

Table actually is by cosine of 180-this angle. 
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table_code(1,2) = 5; // helix xD

table_code(2,2) = 6; // sheet xD

table_code(3,2) = 7; // sp2 short xD

table_code(5,2) = 7; // ring nitrogen xD

table_code(3,4) = 8; // sp2 long xD (dashed)
table_code(5,4) = 8; // ring nitrogen xD (dashed)
table_code(4,2) = 9; // sp3 short xD

table_code(4,4) = 10; // sp3 long xD (dashed)
Polynomial in BAH angle (Base-acceptor-H).

Table actually is by cosine of 180-this angle. 
table_code(1,3) = 11; // helix xH

table_code(2,3) = 12; // sheet xH

table_code(3,3) = 13; // sp2 short xH

table_code(3,5) = 14; // sp2 long xH (dashed)
table_code(4,3) = 15; // sp3 all xH

table_code(4,5) = 15; // sp3 all xH (again)

table_code(5,3) = 16; // ring nitrogen short xH

table_code(5,5) = 16; // ring nitrogen long xH
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